Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.173; data-to-parameter ratio = 13.1.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 1,3-Di-4-pyridylpropane-2-hydroxybenzene-1,4-dicarboxylic acid (1/2) J.-H. Qin, E.-J. Hao and J.-G. Wang
Comment
The aromatic dicarboxylate are used extensively in the synthesis of coordination polymers (Mukherjee et al., 2004) and the generation of hydrogen-bonding arrays of organic co-crystals (Bowers et al., 2005) . The 2-bromo-1,4-benzenedicarboxylic acid, possesses several interesting characteristics: (a) it has two carboxyl groups which may be completely or partially deprotonated, inducing rich coordination modes and allowing interesting structures with higher dimensions; (b) it can act not only as hydrogen-bond acceptor but also as hydrogen-bond donor, depending upon the number of deprotonated carboxyl groups. To propagate non-covalent interactions only along one direction, each unit must have two-point interactions with two adjacent neighbors. Dicarboxylic acids epitomize this model and exhibits a two-point contact per unit that can result in 1-D hydrogen bonding networks.
The crystal structure of the title compound comprises half of a 1,3-bis(4-pyridyl)propane (bpp) molecule and a 2-hydroxy-1,4-benzenedicarboxylic acid molecule per asymmetric unit (Fig. 1) . One bpp molecule connects two adjacent 2-hydroxy-1,4-benzenedicarboxylic acid molecules via O-H···N hydrogen bonds, and complementary via O-H···O hydrogen bonds between adjacent dicarboxylic acid molecules, which extend into an one-dimensional herringbone/zigzag chain structure (Fig. 2) . The dihedral angle between two pyridyl rings is 85.551 (11)°, and thus incorporation into supramolecular architecture imparts significant conformation change in the bpp molecule. The 1-D chain structure seems to suggest that the CH 2 chain in pyridyl bases is not an inert spacer but could have a conformational and structural role in controlling the supramolecular architecture. 
Refinement
H atoms were positioned geometrically and treated as riding, with C-H bonding lengths constrained to 0.93 (aromatic CH), or 0.97Å (methylene CH 2 ), and O-H=0.82Å, and with U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (O). Fig. 1 . A view of the title compound, showing 30% probability displacement ellipsoids. Symmetry code: (A) -x, y, 1/2 -z. 
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